
Instrumentation: 
 
Evanescent Field Fluorescent Microscope (EFFM)   
 
We have assembled an EFFM for prism-based wide-field fluorescence microscopy. 
 
 
Schematic of EFFM 
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Here is an example of how we calculating EFRET distributions for populations of single 
nucleosomes.  The left (100 microns x 200 microns) and right sides of the image are the 
same area of the microscope slide although passed through different filter sets.   
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We have used this wide field fluorescence microscope for following the dynamics of 
individual nucleosomes: 
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Based on our work we found long-range, fast reversible conformational fluctuations in 
nucleosome particles: 
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